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Résumé en
anglais
Shotgun proteomic analyses are increasingly becoming methods of choice for
complex samples. The development of effective methods for fractionating peptides
to reduce the complexity of the sample before mass analysis is a key point in this
strategy. The OFFGEL technology has recently become a tool of choice in
proteomic analysis at peptide level. This OFFGEL electrophoresis (OGE) approach
allows the in-solution separation of peptides from various biological sources by
isoelectric focusing in highly resolved 24 fractions. It was also demonstrated that
OGE technology is a filtering tool for pI-based validation of peptide identification.
As peptide OGE is compatible with iTRAQ labeling, OGE is finding valuable
applications in quantitative proteomics as well. The aim of this study is to explain a
new 2D-OGE approach that improves the proteomic coverage of complex mixtures
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